Folder Structure and Naming Template
Fmrs, stcs, sdts, uff – HOW SHOULD WE DEAL WITH THESE ONCE 3D DATA IS MADE
my opinion (ken) is that you should just back these files up and take them off the hard drive, once the 3d files have been made...

Recruiting subjects – make separate page on this
Log sheet hygiene
· Make sure any problems are unambiguously noted… what happened, what run, what part of run

· Print out .xls spreadsheet with timing triggers and stopwatch times for each run order and attach them to log sheets for each subject

· Make note of software and any recent changes

· Make note of anything that needs to fixed 

· Make sure subject date and initial are on same page and set is stapled

What needs to be done after scanning
Adam

· Epibatching

· File backup

· Update Subject_BUPs.xls

You

· make sure log sheet is completely filled in including FUBAR stuff

· scan in log sheet and give to Adam

· make sure all consent forms are signed, then file consent and screening forms (or give to Teresa)

· make sure that others know where common equipment is

· make sure that any broken equipment gets reported and/or fixed

· if subject was new, tell Teresa if they were any good or were problematic or if their availability has changed

General Rules of Thumb
· Keep your files clear enough that if you get hit by a truck, we won’t care

· In prts files, use full names of conditions so Jody’s head doesn’t explode

· Log notes should be …
· Keep clear log notes in a well-labeled, well-organized binder 

· Use tabs to separate sessions/subjects

· Organize chronologically

· Make it completely explicit 

Directory Structure
3dbv individual subject directories (e.g. 060320vv_3dbv)
vmrs: 
1. 060831qq_SAG_ISO_ACPC_TAL.vmr

2. 060320vv_raw_SAG_ISO_TAL.vmr

vtcs:

1. qq.31_08_06_2_MAG_LTR_THP3c.vtc

2. vv.20_03_06_09_MAG_LTR_TAL_THP3c.vtc

prts:

1. 060831qq_run2_order1_vergence.prt

2. 060320vv_run2_BOTloc_orderA.prt

rtcs:

1. 060831qq_run2_order1_vergence

2. 060320vv_run2_BOTloc_orderA.rtc

3. also, lets say you changed the HRF, for example, shifted it back 1 volume, include this in the rtc names - e.g.060320ss_run2_BOTloc_orderA_ShiftPRED-1.rtc

mdms:

1. 060831qq_8910_LTR_THP3c_vergence.mdm

2. 060320vv_a2345_LTR_THP3c_BOTloc.mdm

3. if you used the modified predictors (e.g. 3 in rtcs) – 060320vv_a2345_LTR_THP3c_BOTloc_ShiftPRED-1.mdm

glms: (basic glms at single subject level; normally wouldn't run other options, e.g. correction for serial correlations)

1. 060831qq_8910_LTR_THP3c_vergence.

2. 060320vv_a2345_LTR_THP3c_BOTloc.glm

3. 060320vv_a2345_LTR_THP3c_BOTloc_ShiftPRED-1.glm

avgs:

1. 060831qq_8910_LTR_THP3c_pre2post12_-2to0_sem_FILE.avg

2. 060320vv_a2345_LTR_THP3c_BOTloc_4pre12post_-2to0_EPOCH.avg

vois:

1. 060831qq.voi

2. 060320vv_a2345_LTR_THP3c_BOTloc_FindPeak_min(xx)_max(pft).voi

                                            within vois, use names like 

                                                  e.g. "left_dPOS_+NS-FS_t=3.2"
                                                  e.g. "VV_BOTloc_LH_LO_xx=2.4_pft=6_k=894"
    3.  Type of analysis_subject initials_contrast used to find blob_hemisphere_area_minthreshold_clustersize

· 3DMCTS_al

vmps:

1. 060831qq_8910_LTR_THP3c_+NS-FS.vmp

2. 060320vv_a2345_LTR_THP3c_BOTloc_BodiesVsTools.vmp

before combining, name contrast using options window

1. 060831qq_8910_LTR_THP3c_multimap.vmp

2. 060320vv_a2345_LTR_THP3c_MULTIMAPs.vmp

obsolete dir

SAG.vmr, ACPC.vmr, trfs, tal

Avi, log

Unusable files

AT SOME POINT WE SHOULD ADD CONVENTIONS FOR SURFACE AND CANONICAL DATA
Cut file names
3dbv group directory (e.g. AverageSubjects)
copy TAL.vmr, vtcs, prts, rtcs from individual directories

make new 

Group mdms:

1. qqrrss_LTR_THP3c_vergence.mdm

2. 10SsAve_40vtcs_LTR_THP3c_BOTloc.mdm

3. 10SsAve_40vtcs_LTR_THP3c_BOTloc_ShiftPRED-1.mdm

Group glms:

    Basic (no correction, fixed effects):

1. qqrrss_LTR_THP3c_vergence.glm

2. 10SsAve_40vtcs_LTR_THP3c_BOTloc.glm

3. 10SsAve_40vtcs_LTR_THP3c_BOTloc_ShiftPRED-1.glm

    with other options, add the following:

· Random effects - add "RFX"

· Separate subject predictors - add "SepSs"

· correction for serial correlations - add "Csc"

· specify your transformation - percent transform = "pt" or z-transform = "zt"

*Note - with RFX you do not need to perform a Csc; and also RFX is necessarily a glm with SepSs predictors
e.g. 10SsAve_40vtcs_LTR_THP3c_BOTloc_RFX_zt.glm
e.g. 10SsAve_40vtcs_LTR_THP3c_BOTloc_SepSs_Csc_zt.glm

Group avgs:

1. qqrrss_LTR_THP3c_pre2post12_-2to0_sem_FILE.avg

2. 10SsAve_40vtcs_LTR_THP3c_BOTloc_4pre12post_-2to0_EPOCH.avg

Group vmps:
1. 10SsAve_40vtcs_LTR_THP3c_BOTloc_RFX_zt_Body_CONJ.vmp

2. 10SsAve_40vtcs_LTR_THP3c_BOTloc_RFX_zt_MULTIMAP.vmp

Group VOIs:
1. 10Ss_LTR_THP3c_BOTloc_LH_LO.voi

AND within vois, use names like "VV_BOTloc_LH_LO_xx=2.4_pft=6_k=894"

1. GroupDefined_10SsAve_40vtcs_LTR_THP3c_BOTloc_RFX_zt.voi

AND within a voi like this i may use a name like "GroupDefined_9Ss_RFX_RH_XX_xx3.6_k2099"

I THINK IF WE DO IT THIS WAY, WHOLE DIRECTORY CAN BE MOVED WITHOUT FUBARING EVERYTHING

What has to happen before leaving the lab:
· Where does data go? Where are log notes kept? How are studies backed up?
· Data on multiple computers is consolidated
· Mind meld is done with anyone who will be following up
